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Supplementary figure 1

Interstitial AI from mono- 
allelic copy number gain

Figure S1. Definition of allelic imbalance. 
The diagram shows normal bi-allelic chromosomes and 
three different ways in which allelic imbalance of a chro-
mosomal region may occur.
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Figure S2. Association between cisplatin sensitivity and measures of genomic abnormalities in a panel of breast cancer cell lines.
Cisplatin IC50 versus: A. total number of AI regions. B. total number of copy number gain regions. C. total number of copy number loss 
regions. Numbers represents the same cell lines as in Figure 1.
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Figure S3. Association between cisplatin sensitivity and telomeric/interstitial gains and losses. 
Cisplatin IC50 versus: A.�QXPEHU�RI�WHORPHULF�FRS\�QXPEHU�JDLQ�UHJLRQV��B.�QXPEHU�RI�WHORPHULF�FRS\�QXPEHU�ORVV�UHJLRQV��
C.�QXPEHU�RI�LQWHUVWLWLDO�FRS\�QXPEHU�JDLQ�UHJLRQV��D.�QXPEHU�RI�LQWHUVWLWLDO�FRS\�QXPEHU�ORVV�UHJLRQV��E. number of interstitial AI 
UHJLRQV��1XPEHUV�UHSUHVHQWV�WKH�VDPH�FHOO�OLQHV�DV�LQ�)LJXUH���



0.0 0.2 0.4 0.6 0.8 1.0

0.0

0.2

0.4

0.6

0.8

1.0

Supplementary figure 4

1 < specificity

Se
ns

iti
vi

ty

AUC = 0.63 [0.50-0.76]
P=0.036

Figure S4. Receiver operating characteristic 
curve showing the ability of NtAI to predict
for sensitivity to platinum-based therapy in
wtBRCA serous ovarian cancer.
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Supplementary figure 5

Figure S5. Distribution of dsDNA breaks resulting in telomeric allelic imbalance and 
association with common CNVs according to cisplatin response
Squares indicate inferred chromosomal location of dsDNA breaks resulting in tAI, pooled 
from both trials. Stacked squares represent multiple tumors with dsDNA breaks at the same
 position.
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Figure S6. BRCA1 expression and NtAI versus response to cisplatin in Cisplatin-1 and Cisplatin-2 combined. 
A.�,GHQWLILFDWLRQ�RI�WKH�RSWLPXP�FXW�RII�IRU�1W$,��EODFN��DQG�%5&$��P51$��EOXH��WR�SUHGLFW�FLVSODWLQ�UHVSRQVH�VHSDUDWHO\�
)LOOHG�FLUFOHV�UHSUHVHQW�RSWLPXP�FXW�SRLQWV��B.�7KLV�SDQHO�VKRZV�KRZ�WKH�FRPELQDWLRQ�RI�%5&$��H[SUHVVLRQ�DQG�1W$,�PD\�
LPSURYH�SUHGLFWLRQ�RI�FLVSODWLQ�UHVSRQVH��5HG�LQGLFDWHV�VDPSOHV�VHQVLWLYH�WR�FLVSODWLQ��/LQHV�UHSUHVHQWV�WKH�RSWLPXP�FXW�RII
IRU�SUHGLFWLRQ�RI�UHVSRQVH�EDVHG�RQ�1W$,�DQG�%5&$��P51$��DV�GHWHUPLQHG�LQ�SDQHO�$��´6HQVµ�UHSUHVHQWV�WKH�QXPEHU�RI�VHQVLWLYH
SHU�WRWDO�FDVHV�VKRZQ�LQ�HDFK�TXDGUDQW�GHILQHG�E\�WKH�1W$,�DQG�%5&$��P51$�FXW�RIIV��7KH�WDEOH�VKRZV�WKH�SUHGLFWLRQ�DFFXUDF\
EDVHG�RQ�WKH�GHILQHG�FXW�RIIV�IRU�1W$,�DORQH��%5&$��P51$�DORQH��DQG�WKH�WZR�PHDVXUHPHQWV�FRPELQHG��$&&��DFFXUDF\�
339��SRVLWLYH�SUHGLFWLYH�YDOXH��139��QHJDWLYH�SUHGLFWLYH�YDOXH��6(16��VHQVLWLYLW\��63(&��VSHFLILFLW\��3��S�YDOXH�EDVHG�RQ�)LVKHUV�
H[DFW�WHVW��7KLV�WDEOH�LV�EDVHG�RQO\�RQ�WKH�VDPSOHV�VKRZQ�LQ�SDQHO�%�
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Figure S7. BRCA1 expression by gene expression micro array in TCGA cohorts. 
A. %5&$��P51$�H[SUHVVLRQ�YHUVXV�1tAI�LQ�WKH�7&*$�(5��+(5���EUHDVW�FDQFHUV��Q �����B.�%5&$��P51$�H[SUHVVLRQ�YHUVXV�1tAI�LQ�WKH�7&*$�ZW%5&$�
VHURXV�RYDULDQ�FDQFHUV��Q ������C. %5&$��P51$�H[SUHVVLRQ�YHUVXV�WUHDWPHQW�UHVSRQVH�LQ�WKH�7&*$�ZW%5&$�VHURXV�RYDULDQ�FDQFHUV�


